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David V. Conti, Ph.D.

A. Personal I nformation:

Name David V. Cont, Ph.D.

Busness Address Department of Preventive Medicine
1540Alcazar Street, CHP-220
LosAngdes, CA 90033

Busness Phone (323)4423140

FAX (323)442-2349

E-mail doonti@usc.edu

Home Address 3500Federa Ave.
LosAngdes, CA 90066

Home Phone (310)397-0363

Date of Birth February 14, 1974

Place of Birth Albuqueque NM, USA

Citizenship USA

Education:

High School Arapahoe High School, Littleton, CO, 1992

University Stanford University, B.S., 1996 Earth Systems

Advanced Degrees Stanford University, M.S., 1999 Earth Systems
Case Western Reserve University, Ph.D., 20@8,

Genetic Epidemiology
Honors and Awards Goldman Honors Program in  Environmental

Science, Technology and Policy, Inditute for
Internationd Studies, Stanford University,
1996.

Training Fellowship, Nationd Heart, Lung and
Blood Ingitute, 20062002.

Outstanding Student Award. Gendic and
Molecular Epidemiology, Case Western
Reserve University, 20002001.

Rogea Williams Award. Internaiond Geneic
Epidemiology Sodety (IGES), 2001
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C.

Professional Background:

Academic appointments

Assistant Professor, Depatment of Preventive Medicing Keck School of

Medicine of the University of Southern California, 2003 present.

Visiting Scientist, Division of Cancer Epidemiology, Unit of Gendlic

Epidemiology (Prof. Jenny Chang-Claudg. Deutsches
Krebforschungzentrum (DKFZ B German Cancer Research Center).
September, 2007,

Specific teaching responsibilities

ClassroomTeaching

Head Teaching Assistant, Earth Systems Program, Stanford
University, 19981999

Teaching Assistant, Genetic Epidemiology of Complex Disease, Case
Western Reserve University, 2000.

Lecturer, Statistical Methodsfor Epidemiology, Case Western Reserve
University, 2002.

Lecturer, Medical Student 3“ Year Preventve Medicine Semina.
University of Southern California, Spring 2003.

Lecturer, Medicad Student 1% Year Preventive Medicine Seminar.
University of Southern California, 20032005

Ingructor, Modding Biologic Pathways, University of Southern California
(PM790). Spring and Summer 2004.

Guest Lecturer, Quantitative Gendtics. University of Pittsburgh, Fall 2004

Ingructor, Modding Biologic Pathways, University of Southern California
(PM599). Spring 2006

Guest Lecturer, Behavior Genetics. University of Southern California
Spring 2006

Guest Lecturer, Gendiic and Molecular Epidemiology. University of
Southern California. 2006- present.

Ingructor, Data Andysis (PM5113. University of Southern Caifornia,
2005 present.
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Graduae Sudent Advising
Master-level Students

James Baurley, USC, M.S. Committee Member, Spring 2005.

Zhixin Guan, USC, M.S. Research Advisor and Committee Char,
Spring 2005

Charles Du, USC, M.S. Research Advisor and Committee Member,
20042006.

Hsuan Jung,USC. M.S. Committee Member. 2006 B2007.

Andre Hernandez. USC. M.S. Committee Member. 2006D present.
Amit Joshi. USC. M.S. Committee Member. 2006D present.

Doctoral-level Students
Josh Millstein, USC, Ph.D. Committee Member, Spring 2005.
Steven Cen, USC, Ph.D. Committee Member, Spring 2005.
Wei Sun, USC, Ph.D. Committee Co-Chair, 20042007.
Xiaoning Wang, USC, Ph.D. Committee Member, 20052007 .
Xuguan Jang, USC, Ph.D. Committee Char, 2006-2007.

Louis Plough,USC, Ph.D. Committee Member. 2006 D present.
Mo Zheng. USC. Ph.D. Committee Member 2006D present.
Mary Black. USC. Ph.D. Committee Member 2007 B present.
Liz Coope, USC. Ph.D. Committee Member 2007 present.

Research Advisor

Magers Level
VinceLin, USC, M.S. Research Advisor, 2003.
Jane Nichols, USC, M.S. Research Advisor, 2007,

Doctoral Level

Danny Lee, USC, MPH. Research Advisor, 2005 present.
Thanti Ly, USC, Ph.D. Research Advisor, 2006 present.
JinghualLiu, USC, Ph.D. Research Advisor, 2007present.
JohnKaddis, USC, USC PIBBS Rotation Advisor, 2007.

Pog-Doctoral Level

Dalin Li, USC, Pog-Dodora Student. 2006 present.
Heather Volk, USC, Pog-Doctora Student. 2006-present.
Xuguan Jang, USC, Pog-Doctoral Student. 2007present.
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Specific administrative responsibilities (school or university committees)

Member, USC Biodatistics Ph.D. AdmissonsCommittee, 2003 present.
Member, USC Research Committee, 20052006

Military service
None
Journal Editor and Referee

Assodate Editor, Joumd of Computationd Statistics and Data Andysis,
2003b2006

Referee for Epidemiologa Perspectives, 2007.

Referee for American Joumd of Epidemiology, 2006.

Referee for Neuropsychiatric Gendics, 2006.

Referee for Cancer Research. 2006

Referee for American Joumd of Human Genetics, 2004 present.

Referee for Biomed Central, 2004

Referee for Biometrical Joumd, 2004.

Referee for Biometrics, 2003.

Referee for Cancer Epidemiology, Biomarkers and Prevention, 2004
present.

Referee for Genetic Epidemiology, 2003D present.

Referee for Internaiond Joumd of Epidemiology, 2003 present.
Referee for theJoumd of American Statistical Assodation, 2003.

Referee for theJoumd of Computationd Statistics and Data Andysis, 2003
Referee for Human Gendics, 2003.

Other employment or activity
Member. Pfizer Scientific Advisory Committee for Varenicline

Pharmacogendics Sudies. 2007 present.

D. Sodety Memberships:

National
American Sodety of Human Gendtics (ASHG), 2002-present
American Statistical Assodation (ASA), 2003 present

International

Internationd Genetic Epidemiology Sodety (IGES), 2000 present
Ethical, Legd, and Sodal |ssues Committee member, 20032007.
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E. Consultantships:

Progate Cancer Genetic Epidemiology 03/01/04-03/01/05
PI: JohnWitte, Ph.D.

Department of Epidemiology and Biodatistics

University of California, San Frandsco.

Conailting on datistical andysis of both a family-based and popuktion
based samples.

Insulin Resitance asa Risk Factor for Advanced Colorectal Neoplasa
03/01/05-present

Pl: Mar'aElenaMart'nez, Ph.D.

ArizonaCancer Center

Assisting in the investigaion of the role of gendic deerminants via

multilocus andysis, lifestyle factors, and dietary habits on the increased

susceptibility of colorectal neoplasia.

Aspirin use, genetic variation in agirin related-genes, and Hodgkin
lymphomarisk 07/01/07-present

PI: Ellen Chang, Ph.D.

Northern California Cancer Center

Conailting on datistical andysis of multilocus gendtic data and the
modding of multiple candidae genes within various pahways involved in
Hodgkin lymphoma
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F. Research Activities:

Complete Bibliography

Appendd

Major Areasof Research Interest

¥
¥
¥

Statistical methodsfor genetic epidemiology.

Bayesian hierarchical modding and modd selection.

Gendic variants within the dopamine and serotonin pahways and ther
role with complex behaviors.

Research in Progress

¥

¥

Hierarchicd modding in gendic assodation studies usng gendic
structure to specify prior covaiates.

Statistical methods such as Bayes modd averaging for andyzing
multilocus genotype data from candidate generegions

Statistical methods for andyzing multiple genes across a biologic
pahway.

The effect of gendtic variants within the dopamine and serotonin
pahways on dispostiond attributes and thar modeation of tobacco
usein Chinese adolescents.

Pharmacogendics of nicotine addiction and treatment.
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Research Grants

Current Projects
Principal I nvestigator

U01 GM07449601 (Conti - 08/0105D07/31/10 2.52Cdenda
Subcontract PI; Benowitz - Grant PI)
NIH/UCSF $141948

PNAT: Pharmacogenetics of Nicotine Addiction and Treatment

We aim to create a Pharmacogenetics Research Network (PGRN) groupto address
phamacogenetic questionsrelated to nicotine addiction and treatment. We will
condud a series of multidisciplinary integrated studies to investigate the genetic basis
for both phamacokinetic and phamacodynanic aspects of nicotine as a drug of
abuse, aswell asindividud variationin respong to NRT and bupropion as treatments
for tobacco dependence.

Role: Director bStatistics Core

P50 CA08473506 (Conti - Project PI; 09/01/04 - 08/31/09 2.40Caenda
Johnson - Grant PI)
NIH/NCI/NIAAA $869446

Genes, Environmental and Tobacco Use Across Cultures, Genetic Variants and
Tobacco Use in Chinese Adolescents (Project 3)

Themajor god of this project is to better undestance the genetic contributonto

smoking behavior within a multifacited sodal context
Role: Project PI (15%), Co-Director - Statistics Core (2%)
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Co-Investigator

R01 GM06989001A1 (Marjoram) 09/01/04 - 08/31/08 1.20Caenda
NIGMS $300000
Computationd Methodsfor FineMapping

Specificams: to utilize computationdly intensve methodsto fine-map genes
involved in complex traits, with emphasis on methodstha exploit theundelying
genealogy of asample interest.

Role: Co-Investigator

RO1 CA 114472(Gago-Dominguez) 10/15/06 - 06/30/10 0.96 Calenda
NCI $431100
Lipid Peroxidaionin Colorectal Cancer Development

Themajor god of thisresearch project grantisto condud a
family-based case-control assodation study to assess theindependent
roles of lipid peroxidaion, and oxidaive stress-related genesin
colorectal cancer development within the Colorectal Cancer Family
Registry.

Role: Co-Investigator

1 U01 ES01509001 (Thomas) 09/01/06 - 08/31/09 0.84 Calenda
NIEHS $200000
Design and Andysis of Genomewide Assodation Studies

Role: Co-Investigator

(Haile) 7/15/05-4/30/10 0.72Calenda
$950902

Folate, Vitamin D and Calciumin Colorectal Cancer

Role: Co-Investigator

1 RO3CA11519501 (Pearce) 04/01/06- 03/31/08 0.60 Calenda
NCI $50000
Ovarian Cancer and Gonadotropin Signding

The purpos of this study isto examinethe assodation between genesinvolved in

gonalotropin signding andrisk of ovarian cancer.
Role: Co-Investigaor
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R0O1 CA 11466501A1 (Pike) 12/01/05-11/30/09 0.60Calenda
NIH $481271
Genetic and Environmental Risk Factors for Bladder Cancer

Themajor god of this project is a comprehendve undestanding of thearylamine-
bladde cancer etiology by measuring arylamine hemoglobin adduds, genotyping
candidae genesinvolved in several undelying pathways, and to develop aBayesian
hierarchical modd for pathway-driven investigation.

Role: Co-Investigator

613707 (Cozen) 10/01/06- 09/30/09 0.60 Caenda
Lymphpma Leukemia Sodety
ImmuneRespons Genes and YoungAdult Hodgkin Lymphorma

This study will perform a prospective popuktion-based genetic epidemiology study
of youngadult Hodkin lymphonna and gendic variants hypothesized to impect the
immunesystem.

Role: Co-Investigator

RO1HL06176805 (Gilliland) 03/31/06 - 03/31/08 0.48 Calenda
NIH $357377
Factorsin ChildhoodLung Susceptibility to Pollution

In this proposl we propo to extend our candidae gene assodation study usng
existing data from the Children® Health Study to examine sequence variationin 38
genesin five GSH pathways induding GSH prodiction, trangport, and redox cycling,
electrophil and oxidation produds detoxification, and nitric cell signding.

Role: Co-Investigator

2 P30ES 00704811 (Gilliland) 04/18/06 - 03/31/11 0.48 Calenda
NIH $1,099999
Environmental Expoaures, Hog Factors and Human Disease

Themajor god of this project is to establish an NIEHS center for studies of

environmental causes of disease at USC.
Role: Co-Investigaor - Biodatistics Core
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Past Projects

Pilot Project Grant (Conti) 01/01/04- 05/31/04
USC Center for Excellence in Genome

Science

Hierarchica Modding of Linkage Disequilibrium

Role: Prindpd Investigaor

RO1 HL 07935301A1 (Allayee) 08/15/05- 07/31/10 0.90 Caenda
NIH $344593
Role of the 5-Lipoxygenase Pathway in Atheroscleross

We aim to examinethroughcandidate gene studies, fundiond/biochemical assays
and mouse moddstheentire 5-LO/LT pathway and its contribution to cardiovascular
phenotypes.

Role: Co-Investigator

PR054600(Cozen) 09/01/06 - 08/31/07 0.60 Caenda
DOD PRMRP $0
ImmuneRespong Genotypes and Risk of YoungAdult Hodgkin Lymphorma

To test thehypahesis tha genotypes assodated with increased secretion of T hdper
cell 2 cytokines and/or decreased secretion of T hdper 1 and T regulatory cell
cytokines are assodated with an inareased risk of youngadult Hodgkin lymphonma
Role: Co-Investigator

9KB-0006(Haiman) 07/01/03- 06/3006 0.60Calenda
California Breast Cancer Research $290504
Program

Common Genei Variation and Breast Cancer: A Genomc Approach

Role: Co-Investigator
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R21HD046624(I ngles) 04/01/04 - 03/31/06 0.60Caenda
NIH/NICHD $150000
A Pilot Study of Noved Candidate Genes for Preeclampsa

To study thefeasibility to examine several genesinvolved in placentation and
angiogenesies, and onegeneinvolved in utero-placental blood pressure regulation.
Role: Co-Investigator

2 P01 CA01705427A2 (Ross) 09/01/05-07/3110 0.45Cadenda
NIH/NCI $1,296053
Unresolved Public Health Issues Related to HT and Cancer

Themajor god of this project isto peform a statistical study of theimpact of
different sources of measurement error in studies of horonetherapy and cancer, as
well asthe statistical issuesin haplotype-based andysis.

Role: Co-Investigator

P50HG00279001A1 (Waterman) 09/01/03-08/31/08 0.00Caenda
NIH/NCI/NIAAA $2,249256
USC Center for Excellence in Genome Science

Implicationsof Haplotype Structure in the Human Genome: The specific aim isto
study the biological significance of the oberved haploytpe structrue and the practical
implicationsof such hgploytpe structure for the mapping of genes responsble for
disease.

Role: Co-Investigator
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